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SDIYWKKFDD YHFSCQFTADLIAMNHADFIITSTFQEIAGSJCDTVGQYE 
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^^[T^^^M ^ST^lGCApfgig ^^^gG^ ^T^ii 
C TG AGAGT T ( t ' d&Gtl AC C rGC , •JTTCAAGGAACAGCTTGTGGAAdAAGG 
C^c8CAG^CTClGgAefACC& 

CTGAGAGTTTCTGAGTACCTGC TTCAAGGAACAGCTTGTGGA GGACA 
451 500 

14401 atccaacaccaactttgtgcttgagcttgattttgagcccttcaAtgcct 

«353i GCAtAATGATCCCTACGTTCTCGAGCTTC 

(4 51) CCCAACAACAACTTTGTTCTTGAGCTTGACTTTGAGCC TTCAATGCCT 
501 ' 550 

(490' cctttcctcgtccttccatgtcgaagtccatcggaaatggagtgcaattc 
■ 470) ccttcccc6gtccttctctgtcaaAgt6cat , tg 
(408) cagt cccacgccc)^tcggtcatcatctattggaaacggtgtgcagtta 
(501) ccttccc cgtccttctctgtcaaagtccattggaaatgg gtgcagttc 
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C GC AAGCGTGTTCTGGA AC ATCCACCTCCTTCT GACCTCCTTGAG 
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GCCCCAGATCC TCCACCCTGGAGAAGTTCCTTGGAACGATCCCCATGAT 
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GTTCAACGTTGTTATCCT TCCCCTCATGG TACTTCGCTCAAGCTAATG 
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TAttAGGCTTGCCAG ACAj^ ^ 

T TT GG TACCCTGACAC GGAGG CAGGTTGTCTACAT CTGGATCAA 
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GTCCGTGCACTAGAAAAfGAGATC^ 

GTCCGTGCT TGGAGAATGAGATGCTTCTGAGGAT AAGCAGCAAGG CT 
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'gf^cp^cKcctc rdG>tA;cc<!?c b WCArt ^r^lcp^c|" ~ ' 

AAGGAACATCATGCA rt'VA'v- A:T tv ^OAGAA|£tK< 
CTGG AC AC TGCGGTCAGCGGCTTGAGAAGGTCATTGG AC GAGCAC 
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^AG^Al§Ap?TCge^i 
TGCC£t]\T : I .'£3gfS§CAi 

l a, 'AfA'.r .Co ^"4_^^^_^__i 

AC ACATC TTCGCGTTCCCTTCAGAAATGAAAATGG ATCCTTCGCAA 
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GTGGATCTC CGATTTGATGTCTGGCCATACCTGGAGACATACACTGAGG 
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:APfSS^y,TGAAH|A|G| 



ATGTTGC GTGAAATTGCTG AGAA T CAGGCCAATCCTGACCT ATC 
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ACCC AACTC GACATCTACTGGAAGAA TTCGA GA CAGTACCACTTC 
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T(jCTGCCAGTr.JAC'Ta>'rG- KfAA*TIC , Ct^G'VA3/ iTCCttW 1 '.t^ 
TC TGCCAGTTCAC GCTGAC T ATTGC ATGAACCATGCCGATTTCAT 
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CAT. A 5C_ r,CArATTCCA7KGAAATrGCGCGAAGOr^G3AC^CCGT.-pGO^ 
C AT. ACCA • A< CT C CAA< *V f l.C< C( A AAC f^TS^r^CP 
CATCACCAGCACATACCAAGAAATTGCTGGAAGCAPlAAATACTG'I-TGGAC 
CAT C AC C AG C AC ATTCC AAG AAATC G C GGAAGCAAGGACACCGT GG C 
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AGTACGAGTC CATAT GCGTTCACTCTGCCTGG CTGTACCG GTTGTC 
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CATGGGATCGATG3CETC^TSdAgAg 
CATGGCATCGATGT TTCGATCCCAAGTTCAACAT GTCTCTCCTGGAGC 
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GACATGTCCAT TACTTCCC TATACCGAGACGGACAAGAGACTCACCT 
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GGC CGTCTCGACCG GTGAAGAACATGACAGGGCTGGTCGAG TGTACG 
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pCAAGftACGCGCGC 
^CGfe§AAbcf'-- 

CT^^TGggem 

GCAAGAACGCGCGGCTGAGGGAGCTGGTGAACCTCGTGGTCGTTGCCGG 
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GACCATGG CAAC AGTCCAAGGACAGGGAGGAGCAGGCGGAGTTCAA 
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(1937) GAAC ATGT A' A< CCICA PCGACGf 

(1917) GAAGAT GTT^G/.CC I CAT. GGAG C AGT jv£35§||cj 

(18 5 8) GAAGATGCATGAACTCATCAAGACCCAC^ 
(1951) GAAGATGTATGACCTCATCGAG AGTACAACTTGAACGGGCA ATCCGCT 
2001 2050 
(1987) GGATCTCGGCGCAGATGAACCGtG' 
(196 7) CGA rCTCCGCCCAGATGAAC' 
(190 8) GGATCTCTGCCCAGACAAAO 
(2001) GGATCTC GCCCAGATGAACCG GTCCGCAACGGCGAGCTGTACCGCTAC 

2051 2100 

(2037) ATTTGCGATACCAAGGGCGCATTCGTGCAGCGTGGG'rrCTAC < 5A 3 
12 017) ATCTGCGACACCAAGGGCCCCTf CGTGCAG^ 

(195 8) ATCGCTGATACCCATGGTGCTTTCGTACAGCC.:GCCTTGTATGAAGCG'"T 

(2051) ATCTGCGATACCAAGGGCGC ttcgtgcagcctgc ttctacgaagcgtt 
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2101 _^ 2150 

C'GGGCTGACGGTGGTtGAGGCCATGACCTGCGG'cbTGCCCfl C • 1 1 {QQl :■ ■ A 

^TCTrAccGrccTTGAGucc^ 

CGG CTGAC GTGGTTGAGGCCATGACCTGCGG CTGCC ACGTTCGCGA 
2151 ________ 2 200 

f^TGCCATGCCCC gCjTG pjpfl^AjpGT^Gg ^ 1 \ ij |G 
P^GCBT^Cg G^I^ GigCl_M_^ ig^^^|^td G i^^^ 
C;GCTfcrafi5G>PgfC ^^^^ 




CTTCGACAAGTGCAAGGCAGA CCGAGCCACTGGG CAAGATCTC CAGG 

2301 2350 

l_f_C§I_ ___NiAgl TgfTg 

____^__BrHcc__ 



GCGGGCTGCAGCG AT TA GAGAAGTACACCTGGAAGCT TACTC GAG 
2351 2400 



AGGCTGATGACCCTGACCGGCGTGTACGGGTTCTGGAAGTACGTGTCCAA 
2401 2450 



CCTGGAGAGGCGCGAGACCCGGCGCTACCT GAGATGTTCTACGC CTGA 
2451 2500 

fC§§ TT@ 

-|gga 

CAAC 

AGTACCGCA CCTGGCGAGCACCGTGCCGCTGGCC T GA G AG 

2501 2550 

_^cgggGaaaSj6_^gSa6S - aSaagI^gSag aa§Qc^ 

O^GCCa 1 CC AG'.. A" GTGA TGCGT W'GGCGGCCAG 
rAGGTTGCGCAACTGcdACTGCGTA'G^ACTTpGT^ 
TAGC GC AGAA G GA TGCGTAACA GGCACAGGCCTGA G 
2551 2600 

AAC VTC • 3TG< A~"-CGATCT jf^ - Tfg^CCG pfl^S^gj 

ATCGATGAGCGAGAGGGAGCACTCGGA fe'f- GTCGTGTC]TT8^§C^ 

ASgSJEc'TTCAGT^CT^ 

AACGATC C G A TT G CTCGG GT GTCA CAATTCGC 
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A|TGTTA^GpTAgGGAG3?TM'^G - - g^T^TT^C^G^CTj' 
T^CCAgT^TgTCg^C^C g|T|TC C - -|TgCC^^G|Gr ^ 

TACT GGAGTC AA AAAAT 
2700 

'TggTT§C^^T^AG^gTT^jGG|AGCg^G 



TGTC TG TTT TT TTATGT 

2651 

TCGTiCC'iiQV 



TG TTC TGCT GTTG TTG CGTTGTGTGTTCGTT CTG 
2701 2750 
GC JJO^C C^GXft "GCTC;.,CAA f 1 GGCTG&AC^iTl iTTCfflAgAi 
CiAGA^AiA^T|C^ACl- -^T§AAGGT^G^CAlclTlG| 
TftCST jTAWTgpc^C^AGCjGTg- - - -^g^at^c^tgc^g- -cf 
ACTGGTT ATATTAAGCTG C TTGGCTGCA CTT TTC TGATA' 



2751 
iAAT|iCT^Tj 



•cIcct^^tc; 



3AAGTC 

A C GC GGC CTTGTA GTCTGATAGA TG T TA T TG C 
2801 2850 

GTClGTTG§3gGGG^CGTTGGTGGTGGTGGTGT|TiT|CAGT|AGGCGT 
TGTgAAAAgAgAAA^^AAAAAAAAAAAAAAAA|GgcgGCCG| 
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2851 2900 
GGTGCTCCCTTTGTTTCCTGGATGGGATGTTGCTCCTTGAATAATAATCG 

2901 2950 
TAGTGGCCTTGGAGCCCTTTTCCTGAAATAAGAGCAGCATCCTAGTGCTT 

2951 2964 
ACCTTTGCAGCTGT 
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CGCCAGTCGCCAGTCGCCACAGCCACACCACACCACACTAGCCGCGGCCGCGGGTAGGAG 
CGCGCGCGGCGCGGCGGAACGACCCACCGGTGGCGGCAGCC ATGTCTGCCCCGAAGCTGA 
ACCGCAACGCGAGCATCCGG GACCGCGTCGAGGACACCCTCCACGCGCACCGCAACGAGC 
TCGTCGCCCTCCTCTCCAAGTACGTGAACAAGGGGAAGGGCATCCTGCAGCCGCACCACA 
TCCTCGACGCGCTCGACGAGGTCCAGGGCTCCGGGGTCCGCGCGCTCGCCGAGGGACCCT 
TCCTCGACGTCCTCCGCTCCGCGCAGGAGGCGATCGTGCTGCCGCCG 
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Sorghum sequence from SEQ ID NO: 13 in SEQ ID NO: 11 

ATGTCTGCCCCGAAGCTGAACCGCAACGCGAGCATCCGG 

Maize sequence from SEQ ID NO: 1 in SEQ ID NO: 11 

HBBBBHHflHBBB99 accgcgtcga ggacaccctc cacgcgcacc gcaacgagct 60 

cgtcgccctc ctgtccaagt acgtgaacaa ggggaagggc atcctgcagc cgcaccacat 120 

cctcgacgcg ctcgacgagg tccagggctc cgggggccgc gcgctagccg agggaccctt 180 

cctcgacgtc ctccgctccg cgcaggaggc gatcgtgctg ccgccgttcg tggccatcgc 240 

ggtgcgcccg cgcccgggag tttgggagta cgtccgcgtc aacgttcacg agctcagcgt 300 

cgagcagctc acagtctcgg agtacctccg cttcaaggag gagcttgtcg acggccagca 360 

caatgatccc tacgttctcg agcttgactt cgagccgttc aatgtctcag tcccacgccc 420 

aaatcggtca tcatctattg gaaacggtgt gcagttcctc aaccgacact tgtcctcaat 480 

catgttccgc aacagggatt gcttggagcc cctgttggat ttcctccgtg gccaccggca 540 

caaggggcat gttatgatgc ttaatgatag aatacaaagc ttggggaggc ttcagtctgt 600 

gctgaccaaa gctgaggagc acttgtcaaa gctccctgct gacacaccat actcacaatt 660 

tgcttataaa tttcaagagt ggggcctgga gaaaggttgg ggtgatacag caggacatgt 720 

tttggaaatg atccatctcc ttctagacat cattcaggcg ccagacccat ctaccctaga 780 

gaaattcttg gggaggatcc ccatgatttt taacgttgtt gtggtatccc ctcatggata 840 

ctttggtcaa gctaatgtat taggcttgcc agacacagga ggacagatcg tctatatact 900 

ggaccaagtc cgtgcactag aaaatgagat ggttctccgt ttaaagaaac aagggcttga 960 

tgtttcccca aagattctca ttgttactcg gctgatacca gatgcaaaag gaacatcatg 1020 

caatcagcgg cttgagagaa ttagtggaac acagcatact tacatattac gagttccctt 1080 

cagaaatgaa aatgggatac ttaagaaatg gatatcaaga tttgatgtgt ggccatatct 1140 

ggaaacattt gctgaggatg ctgctggtga aattgctgct gaattacaag gtactccaga 1200 

cttcataatt ggaaactaca gtgatggaaa tcttgtggcg tcattgctat cttacaagat 1260 

gggaattacc cagtgcaaca ttgctcatgc tctggaaaag actaagtatc cagattcaga 1320 

catattttgg aagaatttcg atgagaagta ccatttctcc tgccagttca ctgctgatat 1380 

aattgctatg aacaatgctg attttatcat caccagcaca taccaagaaa ttgctggaag 1440 

caaaaatact gttggacagt atgagagtca tactgccttt actctgcctg gtctgtaccg 1500 

agctgtccat gggatcgatg tcttcgatcc aaagttcaat atagtctctc ctggagctga 1560 

catgtccata tactttccac ataccgagaa ggccaagcga ctcacctctc ttcatggttc 1620 

aatcgaaaat ttgatttatg acccggagca aaacgatgaa cacattgggc atctggatga 1680 

ccggtcaaag cccatcctct tctccatggc aagactcgac agggtgaaga acataacagg 1740 

gctggtcgaa gcttttgcta agtgcgctaa gctgagggag ctggtaaacc ttgtcgtcgt 1800 

tgccgggtac aatgatgtca acaagtccaa ggacagggaa gagatcgcgg agatagagaa 1860 

gatgcatgaa ctcatcaaga cccacaactt gttcgggcag ttccgctgga tctctgccca 1920 

gacaaacagg gcccgtaacg gcgagctcta tcgctacatc gctgataccc atggtgcttt 1980 

cgtacagccg gccttgtatg aagcgttcgg tctcaccgtc gttgaggcca tgacctgtgg 2040 

gcttcctact ttcgcgacgc tccatggagg tccagctgag atcatagagc atggcgtctc 2100 

gggcttccac attgacccgt accaccccga acaggctgtt aatctgatgg ccgacttctt 2160 

cgaccggtgc aagcaagacc cagatcactg ggtgaatata tctggagcag ggctgcagcg 2220 

catatacgag aagtacacat ggaagatata ctcagagagg ttgatgacac tggccggggt 2280 

ctacggtttc tggaagtacg tgtcgaagct cgagaggctg gagacgaggc gctaccttga 234 0 

gatgttctac atactgaagt tccgcgagct ggcgaagacc gtgccgcttg caattgacca 2400 

accgcagtag cttgcgcaac tgcgactgcg tagcacttgg tacaagactg aaacctgaag 2460 

gaccttcagt aatttaggcg cggcagacgg tagccaataa aatgtgccgg agctgaactg 2520 

gttttttatt atgtacataa tggcagtata acaaaattac tgaaggcagg tgggttgcag 2580 

ttgtgtgttc gttactgttt actgtattat gtcaagctgt cggctgcaat ttctttgctg 2640 

gcaagccgca ggcactggtg aagtgctgat aaatacatca tattctgttg acctgtgaaa 2700 
aaaaaaaaaa aaaaaaaaaa aaaaaaaggg cggccgc 
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